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Proper Citation

Integrated Proteome Resources (RRID:SCR_026109)

Resource Information

URL: https://www.iprox.cn/

Proper Citation: Integrated Proteome Resources (RRID:SCR_026109)

Description: Integrated proteome resources center in China to accelerate data sharing in
proteomics. Composed of data submission system and proteome database. Submission
system is established under the guidance of data-sharing policy made by ProteomeXchange
consortium. Registered users can submit their proteomic datasets to iProX in public or
private modes. Once associated manuscript has been published, dataset becomes
automatically public.

Abbreviations: iProX
Resource Type: database, data or information resource

Defining Citation: PMID:34871441

Keywords: data sharing, proteomics, proteome database,
Funding:

Availability: Free, Freely available

Resource Name: Integrated Proteome Resources
Resource ID: SCR_026109

Record Creation Time: 20241203T053255+0000

Record Last Update: 20250423T061423+0000
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Ratings and Alerts
No rating or validation information has been found for Integrated Proteome Resources.

No alerts have been found for Integrated Proteome Resources.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 11 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID.
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Zhou N, et al. (2025) Proteomic patterns associated with ketamine response in major
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26(1), 17.
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stress-mediated pulmonary fibrosis in mice. Heliyon, 10(20), e39150.
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