Resource Summary Report

Generated by RRID on Aug 15, 2026

VarSome

RRID:SCR_026165
Type: Tool

Proper Citation

VarSome (RRID:SCR_026165)

Resource Information

URL: https://varsome.com/

Proper Citation: VarSome (RRID:SCR_026165)

Description: Web service to search for variants, CNVs, genes, transcripts, publications,
diseases. Annotation tool and search engine for human genomic variants, and platform
enabling sharing of knowledge on specific variants. Enables users to look up variants in
their genomic context, collects data from multiple databases in central location and most
importantly, aims to enable community to freely and easily share knowledge on human
variation.

Resource Type: data access protocol, software resource, data or information resource,
web service

Defining Citation: PMID:30376034

Keywords: Human genomic variant search engine, genomic variant, search engine,
search, variants, CNVs, genes, transcripts, publications, diseases

Availability: Free, Freely available

Resource Name: VarSome

Resource ID: SCR_026165

Record Creation Time: 20241211T053244+0000

Record Last Update: 20260815T042923+0000

Ratings and Alerts
No rating or validation information has been found for VarSome .

No alerts have been found for VarSome .



https://rrid.site
https://rrid.site/data/record/nlx_144509-1/RRID:SCR_026165/resolver
https://varsome.com/
https://pubmed.ncbi.nlm.nih.gov/30376034

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 335 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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