
Resource Summary Report

Generated by RRID on Aug 11, 2026

timeROC
RRID:SCR_026444
Type: Tool

Proper Citation

timeROC (RRID:SCR_026444)

Resource Information

URL: https://CRAN.R-project.org/package=timeROC

Proper Citation: timeROC (RRID:SCR_026444)

Description: Software R package for estimation of time-dependent ROC curve and area
under time dependent ROC curve in the presence of censored data, with or without
competing risks. Confidence intervals of AUCs and tests for comparing AUCs of two rival
markers measured on the same subjects can be computed, using the iid-representation of
the AUC estimator.

Resource Type: software toolkit, software resource

Keywords: estimation of time-dependent ROC curve and area, presence of censored
data,

Availability: Free, Available for download, Freely available

Resource Name: timeROC

Resource ID: SCR_026444

License: GNU GPL v3

Record Creation Time: 20250221T060325+0000

Record Last Update: 20260810T040907+0000

Ratings and Alerts

No rating or validation information has been found for timeROC.

No alerts have been found for timeROC.

Data and Source Information

https://rrid.site
https://rrid.site/data/record/nlx_144509-1/RRID:SCR_026444/resolver
https://CRAN.R-project.org/package=timeROC


Source: SciCrunch Registry

Usage and Citation Metrics

We found 19 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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via whole liver deep learning on preoperative contrast-enhanced CT. Scientific reports,
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