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Proper Citation

Another Gtf/Gff Analysis Toolkit (RRID:SCR_027223)

Resource Information

URL: https://github.com/NBISweden/AGAT

Proper Citation: Another Gtf/Gff Analysis Toolkit (RRID:SCR_027223)

Description: Software toolkit containing lots of useful tools for genomics analyses. Used
to check, fix, pad missing information (features/attributes) of any kind of GTF and GFF to
create complete, sorted and standardised gff3 format.

Abbreviations: AGAT

Synonyms: Another Gtf/Gff Analysis Toolkit (AGAT)

Resource Type: software toolkit, source code, software resource

Keywords: genomics analyses tools, check, fix, pad missing information, GTF, GFF,
create gff3 format,

Availability: Free, Available for download, Freely available

Resource Name: Another Gtf/Gff Analysis Toolkit

Resource ID: SCR_027223

License: GNU GPL v3

Record Creation Time: 20250722T054454+0000

Record Last Update: 20260815T183300+0000

Ratings and Alerts

No rating or validation information has been found for Another Gtf/Gff Analysis Toolkit.

No alerts have been found for Another Gtf/Gff Analysis Toolkit.

https://rrid.site
https://rrid.site/data/record/nlx_144509-1/RRID:SCR_027223/resolver
https://github.com/NBISweden/AGAT


Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 40 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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e1011979.

Fiesinger A, et al. (2026) The genome of the reef-building coral Porites harrisoni from the
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genomics, 27(1).
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