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Proper Citation
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Resource Information

URL: https://www.chemdiv.com/

Proper Citation: ChemDiv (RRID:SCR_027402)

Description: Target-to-Clinic Contract Research Organization (CRO) headquartered in
San Diego, CA USA. ChemDiv executes pre-clinical discovery chemistry and biology for
drug development and clinical trials for international portfolio of companies across the
entire range of targets with small molecule and biotech drugs. The company operates
multiple research and development (R&D) subsidiaries in Russia, Ukraine and China as
well as business operations around the world.

Resource Type: commercial organization

Keywords: drug development, small molecule, biotech drugs,
Resource Name: ChemDiv

Resource ID: SCR_027402

Record Creation Time: 20250905T055005+0000

Record Last Update: 20260808T190812+0000

Ratings and Alerts
No rating or validation information has been found for ChemDiv.

No alerts have been found for ChemDiv.

Data and Source Information

Source: SciCrunch Registry
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Usage and Citation Metrics
We found 21 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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