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Proper Citation

tidygraph (RRID:SCR_027617)

Resource Information

URL.: https://cran.r-project.org/web/packages/tidygraph/index.html

Proper Citation: tidygraph (RRID:SCR_027617)

Description: Software R package as Tidy API for graph manipulation. Graph can be
thought of as two tidy data frames describing node and edge data respectively. Used to
manipulate these two virtual data frames using API defined in the 'dplyr' package, as well
as provides tidy interfaces to a lot of common graph algorithms.

Resource Type: software toolkit, source code, software resource
Keywords: Tidy API, graph manipulation, node and edge data,
Availability: Free, Available for download, Freely available,
Resource Name: tidygraph

Resource ID: SCR_027617

Alternate URLS: https://github.com/thomasp85/tidygraph
License: MIT license

Record Creation Time: 20251104T055137+0000

Record Last Update: 20260815T183307+0000

Ratings and Alerts
No rating or validation information has been found for tidygraph.

No alerts have been found for tidygraph.

Data and Source Information
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Source: SciCrunch Registry

Usage and Citation Metrics
We found 7 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .

Ramakrishna BS, et al. (2026) Associations of non-HLA gene polymorphisms with celiac
disease in India. Scientific reports, 16(1).

Walker LJ, et al. (2026) Antimicrobial-Resistant Neisseria gonorrhoeae of Public Health
Concern, New South Wales, Australia, 2022-2024. Emerging infectious diseases, 32(6),
905.

Hilgart E, et al. (2026) DNA Methylation Stochasticity Is Linked to Transcriptional
Variability and Convergent Epigenetic Disruption across Genetic Subtypes of Acute
Myeloid Leukemia. Cancer research, 86(13), 3325.

Demory D, et al. (2025) Temperature-driven biogeography of marine giant viruses
infecting picoeukaryotes Micromonas. ISME communications, 5(1), ycafl137.

Glitza IC, et al. (2024) Randomized Placebo-Controlled, Biomarker-Stratified Phase Ib
Microbiome Modulation in Melanoma: Impact of Antibiotic Preconditioning on Microbiome
and Immunity. Cancer discovery, 14(7), 1161.

Song GY, et al. (2023) Differential expression profiles and functional analysis of long non-
coding RNAs in calcific aortic valve disease. BMC cardiovascular disorders, 23(1), 326.

Kozar I, et al. (2021) Cross-Linking Ligation and Sequencing of Hybrids (QCLASH)
Reveals an Unpredicted miRNA Targetome in Melanoma Cells. Cancers, 13(5).
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