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Type: Tool

Proper Citation

MOFA2 (RRID:SCR_028488)

Resource Information

URL: https://github.com/bioFAM/MOFA2

Proper Citation: MOFA2 (RRID:SCR_028488)

Description: Software statistical framework for comprehensive integration of multi-modal
single-cell data. Used for integration of multi-omic data sets in unsupervised fashion.

Synonyms: , MOFA+, Multi-Omics Factor Analysis v2
Resource Type: source code, software application, software resource

Defining Citation: PMID:32393329

Keywords: reconstructs low-dimensional representation, variational inference, flexible
sparsity constraints, jointly model variation, multiple sample groups and data modalities,

Availability: Free, Available for download, Freely available
Resource Name: MOFA2

Resource ID: SCR_028488

License: LGPL-3.0

Record Creation Time: 20260529T042811+0000

Record Last Update: 20260815T183315+0000

Ratings and Alerts
No rating or validation information has been found for MOFAZ2.

No alerts have been found for MOFA2.



https://rrid.site
https://rrid.site/data/record/nlx_144509-1/RRID:SCR_028488/resolver
https://github.com/bioFAM/MOFA2
https://pubmed.ncbi.nlm.nih.gov/32393329

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 18 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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medicine, 18(1), 10.

Feeney AK, et al. (2026) Early multi-omic signatures and machine learning models predict
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features. Nature biotechnology, 42(2), 284.
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Translational oncology, 48, 102059.
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