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vardictcpp
RRID:SCR_028800
Type: Tool

Proper Citation

vardictcpp (RRID:SCR_028800)

Resource Information

URL: https://github.com/MHH-Bioinformatics-Hematology/vardictcpp

Proper Citation: vardictcpp (RRID:SCR_028800)

Description: Software tool as C++ implementation of the variant caller VarDict used in
cancer research and clinical genomics to analyze next-generation sequencing (NGS) data
from DNA or RNA samples to detect genetic mutations.

Resource Type: software application, source code, software resource

Keywords: Variant Calling, C++, VAF, analyze next-generation sequencing data, detect
genetic mutations,

Availability: Free, Available for download, Freely available

Resource Name: vardictcpp

Resource ID: SCR_028800

License: MIT license

Record Creation Time: 20260808T043051+0000

Record Last Update: 20260811T043847+0000

Ratings and Alerts

No rating or validation information has been found for vardictcpp.

No alerts have been found for vardictcpp.

Data and Source Information

https://rrid.site
https://rrid.site/data/record/nlx_144509-1/RRID:SCR_028800/resolver
https://github.com/MHH-Bioinformatics-Hematology/vardictcpp


Source: SciCrunch Registry

Usage and Citation Metrics

We have not found any literature mentions for this resource.

https://rrid.site/rin/sources/SCR_005400

