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Proper Citation

QUAST (RRID:SCR_001228)

Resource Information

URL: http://bioinf.spbau.ru/quast

Proper Citation: QUAST (RRID:SCR_001228)

Description: Quality assessment software tool for evaluating and comparing genome 
assemblies. It works both with and without a given reference genome. It produces many 
reports, summary tables and plots.

Abbreviations: QUAST

Synonyms: QUAST: Quality Assessment Tool for Genome Assemblies

Resource Type: software resource

Defining Citation: PMID:23422339

Keywords: genome assembly, genomics, bio.tools

Funding:

Resource Name: QUAST

Resource ID: SCR_001228

Alternate IDs: biotools:quast, OMICS_02115

Alternate URLs: https://bio.tools/quast, https://sources.debian.org/src/quast/

Record Creation Time: 20220129T080206+0000

Record Last Update: 20250214T182932+0000

https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_001228/resolver
http://bioinf.spbau.ru/quast
https://pubmed.ncbi.nlm.nih.gov/23422339


Ratings and Alerts

No rating or validation information has been found for QUAST.

No alerts have been found for QUAST.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 2270 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID.
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Gomaa F, et al. (2025) Array of metabolic pathways in a kleptoplastidic foraminiferan protist 
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Rayamajhi N, et al. (2025) The genome of the cryopelagic Antarctic bald notothen, 
Trematomus borchgrevinki. G3 (Bethesda, Md.), 15(1).

Hauff L, et al. (2025) De Novo Genome Assembly for an Endangered Lemur Using Portable 
Nanopore Sequencing in Rural Madagascar. Ecology and evolution, 15(1), e70734.

Zhang C, et al. (2025) Gut microbiota profiles of sympatric snub-nosed monkeys and 
macaques in Qinghai-Tibetan Plateau show influence of phylogeny over diet. 
Communications biology, 8(1), 95.

Clark MS, et al. (2025) Assessing the impact of sewage and wastewater on antimicrobial 
resistance in nearshore Antarctic biofilms and sediments. Environmental microbiome, 20(1), 
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Enterobacteriaceae from Clinical and Epidemiological Human Samples. Antibiotics (Basel, 
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1758). Scientific data, 12(1), 137.
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