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Proper Citation

International Committee on Taxonomy of Viruses (RRID:SCR_002377)

Resource Information

URL: https://ictv.global

Proper Citation: International Committee on Taxonomy of Viruses (RRID:SCR_002377)

Description: International Committee on Taxonomy of Viruses (ICTV) is charged by the
Virology Division of the International Union of Microbiological Societies (IUMS) with
developing, refining, and maintaining the official, universal taxonomy of all viruses. The
goal is to classify and name all known viruses into a single taxonomy that reflects their
evolutionary relationships. It provides a variety of resources in support of that goal
including online and downloadable versions of current and historical releases of the virus
taxonomy.

Abbreviations: ICTV

Synonyms: Universal Virus Database, Virus Taxonomy: A community Knowledgebase
Supporting Virus Research, Virus Taxonomy Knowledgebase

Resource Type: data or information resource, database

Defining Citation: PMID:35999326, PMID:39488803, PMID:36780432, PMID:28134265

Keywords: virus taxonomy, virus, viruses, virology, virologists, database, classification,
evolution, phylogenetics, disease

Funding: NIH/NIAID U24AI162625

Resource Name: International Committee on Taxonomy of Viruses

Resource ID: SCR_002377

Record Creation Time: 20220129T080213+0000

Record Last Update: 20260811T043142+0000

Ratings and Alerts

https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_002377/resolver
https://ictv.global
https://pubmed.ncbi.nlm.nih.gov/35999326
https://pubmed.ncbi.nlm.nih.gov/39488803
https://pubmed.ncbi.nlm.nih.gov/36780432
https://pubmed.ncbi.nlm.nih.gov/28134265


No rating or validation information has been found for International Committee on
Taxonomy of Viruses.

No alerts have been found for International Committee on Taxonomy of Viruses.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 113 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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