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Sal-Site

RRID:SCR_002850
Type: Tool

Proper Citation

Sal-Site (RRID:SCR_002850)

Resource Information

URL: http://www.ambystoma.org/

Proper Citation: Sal-Site (RRID:SCR_002850)

Description: Portal that supports Ambystoma-related research and educational efforts. It is
composed of several resources: Salamander Genome Project, Ambystoma EST Database,
Ambystoma Gene Collection, Ambystoma Map and Marker Collection, Ambystoma Genetic
Stock Center, and Ambystoma Research Coordination Network.

Abbreviations: Sal-Site
Synonyms: Ambystoma Resources for Model Amphibians Database

Resource Type: topical portal, portal, organism-related portal, data or information resource,
analysis service resource, production service resource, service resource, image collection,
data analysis service, database

Defining Citation: PMID:16359543

Keywords: gene, genomic, expressed sequence tag, blast, model organism, genome,
salamander, animal model, genetic map, genetic marker, gene expression, limb
regeneration, microarray, quantitative-pcr, rna-seq, nanostring, husbandry, embryo, limb,
mutant, strain, neural, olfaction, phentotype, regeneration, renal, retina, sequence, vision,
human, chicken, xenopus tropicalis, FASEB list

Funding: NSF OB0242833;

NSF DBI0443496;

NCRR R24 RR016344;

NIH Office of the Director R24 OD010435
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Resource Name: Sal-Site

Resource ID: SCR_002850

Alternate IDs: nif-0000-25309

Alternate URLSs: https://orip.nih.gov/comparative-medicine/programs/vertebrate-models
Record Creation Time: 20220129T080215+0000

Record Last Update: 20250513T060448+0000

Ratings and Alerts
No rating or validation information has been found for Sal-Site.

No alerts have been found for Sal-Site.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 92 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID.
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