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Proper Citation

GenePaint (RRID:SCR_003015)

Resource Information

URL.: http://www.genepaint.org

Proper Citation: GenePaint (RRID:SCR_003015)

Description: Digital atlas of gene expression patterns in developing and adult mouse.
Several reference atlases are also available through this site. Expression patterns are
determined by non-radioactive in situ hybridization on serial tissue sections. Sections are
available from several developmental ages: E10.5, E14.5 (whole embryos), E15.5, P7 and
P56 (brains only). To retrieve expression patterns, search by gene name, site of expression,
GenBank accession number or sequence homology. For viewing expression patterns,
GenePaint.org features virtual microscope tool that enables zooming into images down to
cellular resolution.

Abbreviations: GenePaint.org
Synonyms: Atlas of Gene Expression Patterns in Mouse Embryo

Resource Type: database, reference atlas, data or information resource, expression atlas,
atlas

Defining Citation: PMID:14681479, PMID:22936000

Keywords: gene expression, adult mouse, annotated, c57bl6, mouse, mouse embryo, mrna,
non radioactive in situ hybridization, light microscopy, molecular neuroanatomy resource, in
situ hybridization, embryonic, postnatal, adult, brain, head, annotation, rna probe, sequence,
anatomical structure, FASEB list

Funding: Burroughs Wellcome Fund ;
European Union ;
Max Planck Society ;
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BMBF

Resource Name: GenePaint

Resource ID: SCR_003015

Alternate IDs: nif-0000-00009, SCR_017526
Record Creation Time: 20220129T080216+0000

Record Last Update: 20250411T054821+0000

Ratings and Alerts
No rating or validation information has been found for GenePaint.

No alerts have been found for GenePaint.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 160 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID.
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Li J, et al. (2021) Integrative genomic analysis of early neurogenesis reveals a temporal
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Murphy P, et al. (2018) Light-focusing human micro-lenses generated from pluripotent stem
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