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Resource Information

URL.: http://www.tmf-ev.de/BiobankenRegisterEN/Registry.aspx?udt 2021 param_detail=84

Proper Citation: NeuroBiobank Munich (RRID:SCR_005014)

Description: A brain bank which collects brain tissue from patients who died from various
neurological and psychiatric diseases. These tissues are available for biochemical, molecular
biological, and other work groups with the aim of supporting research on the pathogenesis,
diagnosis, and therapy of these diseases. Collected brains are clinically and
neuropathologically well-characterized. The collection and distribution of brain tissue
samples is an ongoing process. NeuroBiobank Munich offers help with the organization and
implementation of autopsies as well as with the neuropathologic diagnostics. The thematic
emphasis of the NeuroBiobank Munich is Parkinson's disease and demential degenerative
disorders such as Alzheimer's disease or Creutzfeldt-Jakob disease. NeuroBiobank Munich
coordinates the German national brain tissue bank (BrainNet) and the European brain tissue
bank (BrainNet Europe).

Abbreviations: NBM
Synonyms: ZNP Biobank
Resource Type: biomaterial supply resource, tissue bank, material resource

Keywords: brain, tissue, brain bank, neurological disease, mental disease, parkinson's
disease, alzheimer's disease, creutzfeldt-jakob syndrome, post mortem, neurodegenerative
disease, dementia

Related Condition: Parkinson's disease, Alzheimer's disease, Creutzfeldt-Jakob Syndrome,
Neurodegenerative disease, Dementia
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Funding:

Availability: Public

Resource Name: NeuroBiobank Munich
Resource ID: SCR_005014

Alternate IDs: nix_144006

Record Creation Time: 20220129T080227+0000

Record Last Update: 20250410T065222+0000

Ratings and Alerts
No rating or validation information has been found for NeuroBiobank Munich.

No alerts have been found for NeuroBiobank Munich.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 26 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID.
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