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Proper Citation

eQuilibrator (RRID:SCR_006011)

Resource Information

URL.: http://equilibrator.weizmann.ac.il/

Proper Citation: eQuilibrator (RRID:SCR_006011)

Description: Web interface designed for thermodynamic analysis of biochemical systems.
eQuilibrator enables free-text search for biochemical compounds and reactions and provides
thermodynamic estimates for both in a variety of conditions. It can provide estimates for
compounds in the KEGG database, and individual compounds and enzymes can be
searched for by their common names (water, glucosamine, hexokinase). Reactions can be
entered in a free-text format that eQuilibrator parses automatically. eQuilibrator also allows
manipulation of the conditions of a reaction - pH, ionic strength, and reactant and product
concentrations.

Synonyms: eQuilibrator - biochemical thermodynamics calculator
Resource Type: database, software resource, web application, data or information resource

Defining Citation: PMID:22064852

Keywords: web interface, thermodynamics, biochemical system, bio.tools, FASEB list

Funding: Azrieli Foundation ;
Israel Academy of Sciences and Humanities ;
European Research Council 260392 - SYMPAC

Availability: Open source

Resource Name: eQuilibrator
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Resource ID: SCR_006011

Alternate IDs: nlx_151400, biotools:equilibrator
Alternate URLSs: https://bio.tools/equilibrator
Record Creation Time: 20220129T080233+0000

Record Last Update: 20250519T203429+0000

Ratings and Alerts
No rating or validation information has been found for eQuilibrator.

No alerts have been found for eQuilibrator.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 91 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID.
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