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Proper Citation

Plant Genomes Central (RRID:SCR_006541)

Resource Information

URL: http://www.ncbi.nlm.nih.gov/genomes/PLANTS/PGC-word.pdf

Proper Citation: Plant Genomes Central (RRID:SCR_006541)

Description: THIS RESOURCE IS NO LONGER IN SERVICE, documented August 19,
2016. A database of completed or in-progress sequenced plant genomes. The list of plant
sequencing projects in this page includes those that have reached the stage where active
sequence determination is currently producing, or is expected to produce in the near
future. In addition, GenBank accession are provided toward the goal of determining the
sequence of that plant genome.

Synonyms: Plant Genomes Central

Resource Type: data or information resource, database

Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: Plant Genomes Central

Resource ID: SCR_006541

Alternate IDs: nif-0000-03298

Old URLs: http://www.ncbi.nlm.nih.gov/genomes/PLANTS/PlantList.html

Record Creation Time: 20220129T080236+0000

Record Last Update: 20260811T043255+0000

Ratings and Alerts

No rating or validation information has been found for Plant Genomes Central.

No alerts have been found for Plant Genomes Central.

https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_006541/resolver
http://www.ncbi.nlm.nih.gov/genomes/PLANTS/PGC-word.pdf


Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 10 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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5, 214.
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species using expressed sequence tags. PloS one, 8(7), e69890.
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proteomes in plants. Evolutionary bioinformatics online, 8, 575.
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assembly. Genome biology, 13(4), 243.
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