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Type: Tool

Proper Citation

MyHits (RRID:SCR_006757)

Resource Information

URL.: https://myhits.sib.swiss/

Proper Citation: MyHits (RRID:SCR_006757)

Description: Database devoted to protein domains. It is also a collection of tools for the
investigation of the relationships between protein sequences and motifs described on them.

Synonyms: MyHit
Resource Type: database, data or information resource

Defining Citation: PMID:17545200

Keywords: protein, domain, motif, sequence, predictor, markov, model, gene, expression,
mysql, bio.tools, FASEB list

Funding:

Availability: Free

Resource Name: MyHits

Resource ID: SCR_006757

Alternate IDs: nif-0000-02962, biotools:myhits
Alternate URLSs: https://bio.tools/myhits

Record Creation Time: 20220129T080238+0000

Record Last Update: 20250428T053247+0000



https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_006757/resolver
https://myhits.sib.swiss/
https://pubmed.ncbi.nlm.nih.gov/17545200

Ratings and Alerts
No rating or validation information has been found for MyHits.

No alerts have been found for MyHits.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 37 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID.
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