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Proper Citation

GeneAnnot (RRID:SCR_007673)

Resource Information

URL.: http://genecards.weizmann.ac.il/geneannot/

Proper Citation: GeneAnnot (RRID:SCR_007673)

Description: GeneAnnot provides a revised and improved annotation of Affymetrix probe-
sets from HG-U95, HG-U133 and HG-U133 Plus2.0. Probe-sets are related to GeneCards
genes, by direct sequence comparison of probes to GenBank, RefSeq and Ensembl
MRNA sequences, while assigning sensitivity and specificity scores to each probe-set to
gene match. Where such matches are not found, probe-sets are annotated by their
relation to GenBank mRNA sequences and UniGene clusters. The results are integrated
with the GeneCards, GeneLoc and GeneNote databases. HG-U95, HG-U133, HG-U133

Synonyms: GeneAnnot

Resource Type: data or information resource, database
Keywords: affymetrix, hg-ul33, hg-u95, probe set
Resource Name: GeneAnnot

Resource ID: SCR_007673

Alternate IDs: nif-0000-02878

Record Creation Time: 20220129T080243+0000

Record Last Update: 20260811T043317+0000

Ratings and Alerts
No rating or validation information has been found for GeneAnnot.

No alerts have been found for GeneAnnot.
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Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 21 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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