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Proper Citation

Zymo Genetics (RRID:SCR_008602)

Resource Information

URL: http://www.zymogenetics.com.

Proper Citation: Zymo Genetics (RRID:SCR_008602)

Description: Founded in 1981, ZymoGenetics is a biopharmaceutical company focused
on the development and commercialization of therapeutic proteins. ZymoGenetics is
publicly traded (NASDAQ: ZGEN) and headquartered in Seattle, Washington in the
historic Seattle City Light Steam Plant building. Our mission is to create novel protein
drugs that will significantly help patients fight their diseases. We have contributed to the
discovery or development of six recombinant protein products now marketed by other
companies. Current programs target viral infection, cancer, inflammatory diseases and
bleeding. Our first internally developed product, RECOTHROM Thrombin, topical
(Recombinant), was approved by the U.S. Food and Drug Administration (FDA) on
January 17, 2008 for use as a topical hemostat to control moderate bleeding during
surgical procedures and is now marketed in the United States. We have a promising
pipeline of novel therapeutics, which we are developing on our own or in collaboration with
partners.

Synonyms: Zymo

Resource Type: data or information resource, portal, organization portal
Resource Name: Zymo Genetics

Resource ID: SCR_008602

Alternate IDs: nif-0000-31937

Record Creation Time: 20220129T080248+0000

Record Last Update: 20260812T044143+0000

Ratings and Alerts


https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_008602/resolver
http://www.zymogenetics.com.

No rating or validation information has been found for Zymo Genetics.

No alerts have been found for Zymo Genetics.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 114 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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