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Resource Information

URL: http://www.diabetesgenes.org

Proper Citation: Diabetes Genes (RRID:SCR_008639)

Description: Our genes and lifestyle factors, such as calorie rich diets and a lack of
exercise, contribute to the development of Type 2 diabetes. But what we dont know is the
exact nature of the genetic risk and how this interacts with lifestyle factors to cause
diabetes. The Diabetes UK Warren 2 Group was formed in 1992 to investigate the genetic
basis of Type 2 diabetes. The Group, comprising of researchers from six UK diabetes
research centres, began by recruiting families into the study enriched for Type 2 diabetes
ie having two or more siblings with the condition. With over 2000 individuals from 843
families in the collection, it is now being used to search for the genes that make people
susceptible to Type 2 diabetes. When identifying susceptibility genes it is important to
know how the gene affects normal metabolism in relatives without diabetes. In 1999. the
Warren 2 Extension study recruited first degree relatives (siblings and children) of the
original Warren 2 families, who did not have diabetes, in the knowledge that they would
also be enriched with the same susceptibility genes. This study recruited 811 relatives
without diabetes (586 offspring and 225 siblings) all of whom have undergone detailed
metabolic assessment. A similar study was undertaken in Oxford called the Diabetes In
Families (DIF) Study. In 2001, the Warren 2 Trios and Duos Study recruited 500 families
from around the country consisting of an individual with Type 2 diabetes and both their
parents (trios) or an individual with diabetes, one of their parents and at least 2 siblings
(duos). In addition to this, a further 1500 individuals with diabetes were recruited as part of
the Warren 2 Cases study. This website is run by the Diabetes Research department and
the Centre for Molecular Genetics at the Peninsula Medical School and Royal Devon and
Exeter Hospital, Exeter, UK.
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Ratings and Alerts
No rating or validation information has been found for Diabetes Genes.

No alerts have been found for Diabetes Genes.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 55 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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