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Proper Citation

FreeBayes (RRID:SCR_010761)

Resource Information

URL: https://github.com/ekg/freebayes

Proper Citation: FreeBayes (RRID:SCR_010761)

Description: A Bayesian genetic variant detector designed to find small polymorphisms,
specifically SNPs, indels, MNPs, and complex events smaller than the length of a short-
read sequencing alignment.

Abbreviations: FreeBayes

Resource Type: software resource

Defining Citation: DOI:arXiv:1207.3907

Keywords: single-nucleotide polymorphism, indel, insertion, deletion, multi-nucleotide
polymorphism, complex event, composite insertion, substitution event, bio.tools

Resource Name: FreeBayes

Resource ID: SCR_010761

Alternate IDs: OMICS_00059, biotools:freebayes

Alternate URLs: https://bio.tools/freebayes, https://sources.debian.org/src/freebayes/

Record Creation Time: 20220129T080300+0000

Record Last Update: 20260801T190415+0000

Ratings and Alerts

No rating or validation information has been found for FreeBayes.

No alerts have been found for FreeBayes.

https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_010761/resolver
https://github.com/ekg/freebayes
https://dx.doi.org/arXiv:1207.3907


Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 1982 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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2609461.

Clare SJ, et al. (2026) A high-recovery, high-density targeted genotyping platform for
cranberry. The plant genome, 19(1), e70153.
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resistance in clinical isolates of Candida glabrata (Nakaseomyces glabratus) from across
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Gui C, et al. (2025) The rare hemoglobin variants Hb O-Arab and Hb D-Punjab identified
in population-based genetic screening throughout Guangxi, China. Frontiers in genetics,
16, 1622391.
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Mutated MDS/AML and Potential Mechanisms of Subsequent Relapse. Clinical cancer
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research : an official journal of the American Association for Cancer Research, 31(14),
3048.

Bayet M, et al. (2025) Modeling the PAX5P80R Mutation Reveals HIF2? Activation as a
Common Feature and Therapeutic Target in B-cell Acute Lymphoblastic Leukemia.
Cancer research, 85(15), 2820.

Withers HG, et al. (2025) Intratumoral B cell and interferon signatures in newly diagnosed
glioblastoma are associated with longer survival in patients treated with SurVaxM. Cancer
immunology, immunotherapy : CII, 74(11), 332.

Suda K, et al. (2025) Low OLFM1 and BMP6 Expression Predicts Recurrence in Early-
Stage Nonsquamous NSCLC with Pure Solid Tumor Appearance. Cancer research
communications, 5(12), 2186.
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fungal pathogens. BMC biology, 23(1), 42.

Bergson S, et al. (2025) HMCN1 variants aggravate epidermolysis bullosa simplex
phenotype. The Journal of experimental medicine, 222(5).
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Repeatable Evolution in Long-Term Experimental Hybrid Populations. Molecular biology
and evolution, 42(1).


