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Proper Citation

MAnorm (RRID:SCR_010869)

Resource Information

URL: http://bcb.dfci.harvard.edu/~gcyuan/MAnorm/MAnorm.htm

Proper Citation: MAnorm (RRID:SCR_010869)

Description: A robust software package for quantitative comparison of ChIP-Seq data sets.

Abbreviations: MAnorm

Synonyms: Manorm - a robust model for quantitative comparison of ChIP-Seq data sets

Resource Type: software resource

Defining Citation: PMID:22424423

Keywords: bio.tools

Funding:

Resource Name: MAnorm

Resource ID: SCR_010869

Alternate IDs: OMICS_00467, biotools:manorm

Alternate URLs: https://bio.tools/manorm

Record Creation Time: 20220129T080301+0000

Record Last Update: 20250410T070026+0000

Ratings and Alerts

https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_010869/resolver
http://bcb.dfci.harvard.edu/~gcyuan/MAnorm/MAnorm.htm
https://pubmed.ncbi.nlm.nih.gov/22424423


No rating or validation information has been found for MAnorm.

No alerts have been found for MAnorm.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 94 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID.
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Associated Hepatocellular Carcinoma by Modulating Tumor-Associated Macrophages. 
Advanced science (Weinheim, Baden-Wurttemberg, Germany), 11(45), e2404756.
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Germany), 11(12), e2307388.

Puerto M, et al. (2024) The zinc-finger protein Z4 cooperates with condensin II to regulate 
somatic chromosome pairing and 3D chromatin organization. Nucleic acids research, 52(10), 
5596.

Veerappa AM, et al. (2024) CloudATAC: a cloud-based framework for ATAC-Seq data 
analysis. Briefings in bioinformatics, 25(Supplement_1).
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expression while activating DNA damage repair pathways. PLoS pathogens, 20(8), 
e1012454.

Du K, et al. (2024) The chromatin remodeling factor OsINO80 promotes H3K27me3 and 
H3K9me2 deposition and maintains TE silencing in rice. Nature communications, 15(1), 
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journal, 22(5), 1251.
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Smith AL, et al. (2024) BET inhibition reforms the immune microenvironment and alleviates T 
cell dysfunction in chronic lymphocytic leukemia. JCI insight, 9(10).


