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Type: Tool

Proper Citation

NPS (RRID:SCR_010890)

Resource Information

URL: http://liulab.dfci.harvard.edu/NPS/

Proper Citation: NPS (RRID:SCR_010890)

Description: A python software package that can identify nucleosome positions given 
histone-modification ChIP-seq or nucleosome sequencing at the nucleosome level.

Abbreviations: NPS

Synonyms: Nucleosome Positioning from Sequencing, NPS (Nucleosome Positioning from 
Sequencing)

Resource Type: software resource

Defining Citation: PMID:19014516

Keywords: bio.tools

Funding:

Resource Name: NPS

Resource ID: SCR_010890

Alternate IDs: OMICS_00505, biotools:nps

Alternate URLs: https://bio.tools/nps

Record Creation Time: 20220129T080301+0000

Record Last Update: 20250410T070028+0000

https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_010890/resolver
http://liulab.dfci.harvard.edu/NPS/
https://pubmed.ncbi.nlm.nih.gov/19014516


Ratings and Alerts

No rating or validation information has been found for NPS.

No alerts have been found for NPS.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 121 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID.
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TheScientificWorldJournal, 2014, 726567.
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BioMed research international, 2014, 971985.
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acyltransferase2 isozymes responsible for the enhanced production of stearate-rich storage 
lipid in Candida tropicalis SY005. PloS one, 9(4), e94472.

Wan L, et al. (2014) Molecular cloning, structural analysis and tissue expression of protein 
phosphatase 3 catalytic subunit alpha isoform (PPP3CA) gene in Tianfu goat muscle. 
International journal of molecular sciences, 15(2), 2346.

Yagi M, et al. (2014) Protective epitopes of the Plasmodium falciparum SERA5 malaria 
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e98460.

Zhang Y, et al. (2014) Transcription factor Nrf1 is topologically repartitioned across 
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Scutellaria baicalensis. TheScientificWorldJournal, 2014, 980740.
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septum. Nature communications, 5, 3578.
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Ksenofontov AL, et al. (2013) Partially disordered structure in intravirus coat protein of 
potyvirus potato virus A. PloS one, 8(7), e67830.

Bradshaw E, et al. (2013) Proteomic survey of the Streptomyces coelicolor nucleoid. Journal 
of proteomics, 83, 37.

Favoino E, et al. (2013) Autoantibodies recognizing the amino terminal 1-17 segment of 
CENP-A display unique specificities in systemic sclerosis. PloS one, 8(4), e61453.

Puranik S, et al. (2013) Comprehensive genome-wide survey, genomic constitution and 
expression profiling of the NAC transcription factor family in foxtail millet (Setaria italica L.). 
PloS one, 8(5), e64594.

Peng Z, et al. (2013) Overexpression of peanut diacylglycerol acyltransferase 2 in 
Escherichia coli. PloS one, 8(4), e61363.

Warburton PJ, et al. (2013) TetAB46, a predicted heterodimeric ABC transporter conferring 
tetracycline resistance in Streptococcus australis isolated from the oral cavity. The Journal of 
antimicrobial chemotherapy, 68(1), 17.

De Marco P, et al. (2013) Genetic analysis of disheveled 2 and disheveled 3 in human neural 
tube defects. Journal of molecular neuroscience : MN, 49(3), 582.

Chen Z, et al. (2013) Mn tolerance in rice is mediated by MTP8.1, a member of the cation 
diffusion facilitator family. Journal of experimental botany, 64(14), 4375.

Yang G, et al. (2013) Birth of three stowaway-like MITE families via microhomology-
mediated miniaturization of a Tc1/Mariner element in the yellow fever mosquito. Genome 
biology and evolution, 5(10), 1937.


