Resource Summary Report

Generated by RRID on Aug 11, 2026

AU-RICH ELEMENT-CONTAINING mRNA DATABASE

RRID:SCR_012978
Type: Tool

Proper Citation

AU-RICH ELEMENT-CONTAINING mRNA DATABASE (RRID:SCR_012978)

Resource Information

URL: http://brp.kfshrc.edu.sa/ared

Proper Citation: AU-RICH ELEMENT-CONTAINING mRNA DATABASE
(RRID:SCR_012978)

Description: The ARE-mRNA database (ARED) reveals that ARE-mRNASs encode a wide
repertoire of functionally diverse proteins belonging to different biological processes and
important in several disease states. Cluster analysis was performed using the ARE
sequences to demonstrate potential relationships between the type and number of ARE
motifs, and the functional characteristics of the proteins. Sponsors: This database is
supported by The King Faisal Specialist Hospital and Research Center. Keywords: mRNA,
Database, Au-rich, Element, Biological, Disease, State, Cluster, Analysis, Motif,
Functional, Characterstic, Protein,

Synonyms: ARE Datebase

Resource Type: data or information resource, database

Resource Name: AU-RICH ELEMENT-CONTAINING mRNA DATABASE
Resource ID: SCR_012978

Alternate IDs: nif-0000-30039

Record Creation Time: 20220129T080313+0000

Record Last Update: 20260811T043440+0000

Ratings and Alerts

No rating or validation information has been found for AU-RICH ELEMENT-CONTAINING
MRNA DATABASE.

No alerts have been found for AU-RICH ELEMENT-CONTAINING mRNA DATABASE.
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Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 23 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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