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NoPdb: Nucleolar Proteome Database

RRID:SCR_013459
Type: Tool

Proper Citation

NoPdb: Nucleolar Proteome Database (RRID:SCR_013459)

Resource Information

URL.: http://www.lamondlab.com/NOPdb/

Proper Citation: NoPdb: Nucleolar Proteome Database (RRID:SCR_013459)

Description: It archives data on more than 700 proteins that were identified by multiple
mass spectrometry (MS) analyses from highly purified preparations of human nucleoli the
most prominent nuclear organelle. Each protein entry is annotated with information about its
corresponding gene its domain structures and relevant protein homologues across species
as well as documenting its MS identification history including all the peptides sequenced by
tandem MS/MS. Moreover, data showing the quantitative changes in the relative levels of
500 nucleolar proteins are compared at different timepoints upon transcriptional inhibition.
Correlating changes in protein abundance at multiple timepoints highlighted by visualization
means in the NOPdb provides clues regarding the potential interactions and relationships
between nucleolar proteins and thereby suggests putative functions for factors within the
30% of the proteome which comprises novel/ uncharacterized proteins. The NOPdb is
searchable by either gene names protein sequences Gene Ontology terms or motifs or by
limiting the range for isoelectric points and/or molecular weights and links to other databases
(e.g. LocusLink OMIM and PubMed).

Abbreviations: NoPDB

Synonyms: Nucleolar Proteome Database

Resource Type: database, data or information resource
Funding:

Resource Name: NoPdb: Nucleolar Proteome Database
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Resource ID: SCR_013459
Alternate IDs: nif-0000-03196
Record Creation Time: 20220129T080316+0000

Record Last Update: 20250522T060836+0000

Ratings and Alerts
No rating or validation information has been found for NoPdb: Nucleolar Proteome Database.

No alerts have been found for NoPdb: Nucleolar Proteome Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 7 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID.
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