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Proper Citation

LabArchives (RRID:SCR_013973)

Resource Information

URL: http://www.labarchives.com

Proper Citation: LabArchives (RRID:SCR_013973)

Description: An ELN (electronic lab notebook) software application where researchers can 
record and organize their data in lieu of a paper notebook. Users can store and edit texts, 
PDFs, spreadsheets, images, sample collections, and other types of data. LabArchives 
automatically backs up data and data can be accessed anywhere. Users can choose to use 
the professional edition of LabArhives, the classroom edition, or to purchase an enterprise 
license.

Resource Type: software application, software resource, electronic laboratory notebook

Keywords: ELN, electronic laboratory notebook, software application, data management, 
lab management, professional, classroom, enterprise

Funding:

Availability: Available to the research and education community

Resource Name: LabArchives

Resource ID: SCR_013973

Record Creation Time: 20220129T080318+0000

Record Last Update: 20250410T070504+0000

Ratings and Alerts

https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_013973/resolver
http://www.labarchives.com


No rating or validation information has been found for LabArchives.

No alerts have been found for LabArchives.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 60 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID.
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