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Proper Citation

TopSpin (RRID:SCR_014227)

Resource Information

URL: https://www.bruker.com/products/mr/nmr/nmr-
software/software/topspin/overview.html

Proper Citation: TopSpin (RRID:SCR_014227)

Description: Software package for NMR spectra acquisition, processing, and data
analysis. Features include: deconvolution/spectrum simulation/iteration; comprehensive
functionalities for processing, displaying and analyzing one and multi-dimensional spectra;
and user customization. A full list of features is available on the website.

Resource Type: data acquisition software, software resource, software application, data
analysis software, data processing software

Keywords: nmr spectra, data analysis software, data acquisition software

Availability: Pay for product

Resource Name: TopSpin

Resource ID: SCR_014227

License: License is specific to the type of user

License URLs: https://www.bruker.com/terms-of-use.html

Record Creation Time: 20220129T080319+0000

Record Last Update: 20260808T190021+0000

Ratings and Alerts

No rating or validation information has been found for TopSpin.

No alerts have been found for TopSpin.
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Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 6242 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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Zhu A, et al. (2026) 1H NMR-Based Quantitative Lipoprotein Measurement Cross-
Validation with Enzymatic Methods Applied to the OMNI-Heart Dietary Intervention Study.
Journal of proteome research, 25(2), 978.
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Aman S, et al. (2026) Exploring allomelanin: A comparative analysis via natural product
extraction and synthesis. Science advances, 12(7), eady4848.
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chemical information and modeling, 66(5), 2844.


