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Proper Citation

International Cell Line Authentication Committee (RRID:SCR_014414)

Resource Information

URL: http://iclac.org

Proper Citation: International Cell Line Authentication Committee (RRID:SCR_014414)

Description: An independent committee established to improve visibility of cell lines and
promote awareness and authentication testing to combat false or misidentified cell lines. It
contains a databases of cross-contaminated or otherwise misidentified cell lines, as well
as resources to familiarize users of cell lines and the problem of misidentification. Their
Terms of Reference defines false or misidentified cell lines and other commonly used
terms, as well as sets out the committee goals and ground rules.

Abbreviations: ICLAC
Synonyms: International Cell Line Authentication Committee (ICLAC)
Resource Type: data or information resource, portal, database, organization portal

Keywords: organization portal, database, cell line, misidentified, false, database, cross
contaminated, committee, authentication

Resource Name: International Cell Line Authentication Committee
Resource ID: SCR_014414
Record Creation Time: 20220129T080320+0000

Record Last Update: 20260812T044249+0000

Ratings and Alerts

No rating or validation information has been found for International Cell Line
Authentication Committee.

No alerts have been found for International Cell Line Authentication Committee.



https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_014414/resolver
http://iclac.org

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 21 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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