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Proper Citation

LEfSe (RRID:SCR_014609)

Resource Information

URL: http://huttenhower.sph.harvard.edu/galaxy

Proper Citation: LEfSe (RRID:SCR_014609)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on February
28,2023. Algorithm for high-dimensional biomarker discovery and explanation that identifies
genes, pathways, or taxa characterizing the differences between two or more biological
conditions. The algorithm identifies features that are statistically different among biological
classes, then performs additional tests to assess whether these differences are consistent
with respect to expected biological behavior. Statistical significance and biological relevance
are emphasized.

Synonyms: LDA Effect Size
Resource Type: software resource, algorithm resource

Defining Citation: DOI:10.1186/gb-2011-12-6-r60

Keywords: microbiome, algorithm, biomarker, genomic feature, web application
Funding:

Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: LEfSe

Resource ID: SCR_014609

Alternate IDs: OMICS 07818



https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_014609/resolver
http://huttenhower.sph.harvard.edu/galaxy
https://dx.doi.org/10.1186/gb-2011-12-6-r60

Alternate URLSs: https://sources.debian.org/src/lefse/
Record Creation Time: 20220129T080321+0000

Record Last Update: 20250513T061545+0000

Ratings and Alerts
No rating or validation information has been found for LEfSe.

No alerts have been found for LEfSe.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 6828 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID.
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