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Composition Profiler

RRID:SCR_014630
Type: Tool

Proper Citation

Composition Profiler (RRID:SCR_014630)

Resource Information

URL.: http://www.cprofiler.org/

Proper Citation: Composition Profiler (RRID:SCR_014630)

Description: Web tool for discovery and visualization of differences in amino acid
composition. Two samples of amino acid sequences serve as input and a bar chart
composed of twenty data points is output.

Resource Type: web application, software resource

Defining Citation: PMID:17578581

Keywords: web tool, web application, amino acid, amino acid composition, sequence, bar
chart, bio.tools

Funding:

Availability: Source code available, Acknowledgement requested
Resource Name: Composition Profiler

Resource ID: SCR_014630

Alternate IDs: biotools:composition_profiler

Alternate URLS: https://bio.tools/composition_profiler

Record Creation Time: 20220129T080321+0000

Record Last Update: 20250428T053829+0000
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https://rrid.site/data/record/nlx_144509-1/SCR_014630/resolver
http://www.cprofiler.org/
https://pubmed.ncbi.nlm.nih.gov/17578581

Ratings and Alerts
No rating or validation information has been found for Composition Profiler.

No alerts have been found for Composition Profiler.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 30 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID.
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receptor from Aedes aegypti exhibits metal ion-binding ability. The Journal of steroid
biochemistry and molecular biology, 186, 42.

Marondedze C, et al. (2019) Changes in the Arabidopsis RNA-binding proteome reveal novel
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