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Proper Citation

NRRL ARS Culture Collection (RRID:SCR_016465)

Resource Information

URL: https://nrrl.ncaur.usda.gov/

Proper Citation: NRRL ARS Culture Collection (RRID:SCR_016465)

Description: Center that collects, deposits, maintains bacteria and fungi, and facilitates
microbiological research to advance agricultural production, food safety, public health, and
economic development. Housed within the Mycotoxin Prevention and Applied
Microbiology Research Unit at the National Center for Agricultural Utilization Research in
Peoria, lllinois.

Abbreviations: NRRL ARS

Synonyms: NRRL:Northern Regional Research Laboratory, ARS:Agricultural Research
Service

Resource Type: biomaterial supply resource, material resource, organism supplier

Keywords: collect, deposit, maintain, facilitate, microbiology, research, agriculture,
bacteria, fungi

Resource Name: NRRL ARS Culture Collection
Resource ID: SCR_016465
Record Creation Time: 20220129T080330+0000

Record Last Update: 20260808T190056+0000

Ratings and Alerts
No rating or validation information has been found for NRRL ARS Culture Collection.

No alerts have been found for NRRL ARS Culture Collection.



https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_016465/resolver
https://nrrl.ncaur.usda.gov/

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 39 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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