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Proper Citation

miRWalk (RRID:SCR_016509)

Resource Information

URL: http://mirwalk.umm.uni-heidelberg.de/

Proper Citation: miRWalk (RRID:SCR_016509)

Description: Software tool to store the predicted and the experimentally validated
microRNA (miRNA)-target interaction pairs. Predictions within the complete sequence of
genes of human, mouse, and rat genomes. Integrates a comparative platform of miRNA-
binding sites resulting from ten different prediction datasets.

Resource Type: data or information resource, database

Defining Citation: PMID:26226356

Keywords: microRNA, target, interaction, pair, binding, site, sequence, gene, data,
FASEB list

Availability: Free, Available for download, Freely available
Resource Name: miRWalk

Resource ID: SCR_016509

Record Creation Time: 20220129T080331+0000

Record Last Update: 20260801T191016+0000

Ratings and Alerts
No rating or validation information has been found for miRWalk.

No alerts have been found for miRWalk.

Data and Source Information


https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_016509/resolver
http://mirwalk.umm.uni-heidelberg.de/
https://pubmed.ncbi.nlm.nih.gov/26226356

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1180 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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progression by targeting FTO to enhance m6A?mediated downregulation of MZF1 and its
transcriptional activation of CLDND1. Molecular medicine reports, 33(1).

Hou CH, et al. (2026) FGF-23 facilitates osteosarcoma metastasis by modulating the miR-
4463/LOXL2 axis expression via the ERK, p38, and JNK signaling pathway. International
journal of medical sciences, 23(1), 12.

Wang GS, et al. (2026) WISP-3 facilitates CCL4-dependent monocyte migration and M1
polarization in rheumatoid arthritis by inhibiting miR-6894-5p. International journal of
medical sciences, 23(1), 301.

Sun W, et al. (2026) Targeting of CIRP attenuates osteoarthritis progression via
suppressing TLR4/NF??B/NLRP3 signaling axis. International journal of molecular
medicine, 57(1).
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miR-21-5p as potential predictive biomarkers for Metabolic Dysfunction-Associated
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