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Proper Citation

mirDIP (RRID:SCR_016770)

Resource Information

URL: http://ophid.utoronto.ca/mirDIP/

Proper Citation: mirDIP (RRID:SCR_016770)

Description: microRNA data integration portal to find microRNAs that target a gene, or 
genes targeted by a microRNA, in Homo sapiens. Software to integrate prediction databases 
to elucidate accurate microRNA:target relationships. Used for human microRNA prediction 
studies.

Synonyms: mirDIP 4.1, mirDIP, microRNA Data Integration Portal

Resource Type: database, data or information resource, portal

Defining Citation: PMID:29194489

Keywords: data, integral, portal, DIP, collect, predict, microRNA, gene, human

Funding: Krembil Foundation ;
Ontario Research Fund ;
Canadian Cancer Society Research Institute ;
Natural Sciences Research Council ;
Canada Foundation for Innovation

Availability: Free, Download available, Freely available, email address required to 
download, Acknowledgement requested

Resource Name: mirDIP

Resource ID: SCR_016770

https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_016770/resolver
http://ophid.utoronto.ca/mirDIP/
https://pubmed.ncbi.nlm.nih.gov/29194489


Record Creation Time: 20220129T080332+0000

Record Last Update: 20250517T060306+0000

Ratings and Alerts

No rating or validation information has been found for mirDIP.

No alerts have been found for mirDIP.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 174 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID.
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Zhang M, et al. (2024) Circular RNA HMGCS1 sponges MIR4521 to aggravate type 2 
diabetes-induced vascular endothelial dysfunction. eLife, 13.

Qian H, et al. (2024) Construction of Immune-Related circRNA-miRNA-mRNA Network and 
Identification of circRNAs as Biomarkers in Coronary Atherosclerotic Heart Disease. Current 
issues in molecular biology, 46(11), 12914.

Wang X, et al. (2024) Identifying the protective effects of miR-874-3p/ATF3 axis in 
intervertebral disc degeneration by single-cell RNA sequencing and validation. Journal of 
cellular and molecular medicine, 28(12), e18492.

Hu X, et al. (2024) Estrogen-mediated DNMT1 and DNMT3A recruitment by EZH2 silences 
miR-570-3p that contributes to papillary thyroid malignancy through DPP4. Clinical 
epigenetics, 16(1), 81.
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20240974.
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Peng D, et al. (2024) Circ_BBS9 as an early diagnostic biomarker for lung adenocarcinoma: 
direct interaction with IFIT3 in the modulation of tumor immune microenvironment. Frontiers 
in immunology, 15, 1344954.
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microenvironment in uveal melanoma. Cancer cell international, 24(1), 336.
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e13465.
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technology. BMC medical genomics, 17(1), 99.
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death discovery, 9(1), 3.
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adenocarcinoma cells via mediating FGF8/ERK12/MMP9/MMP2 signaling pathway. Aging, 
15(1), 53.
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1100231.
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Yan K, et al. (2023) MicroRNA-125a-5p regulates the effect of Tregs on Th1 and Th17 
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