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Proper Citation

University of Virginia School of Medicine Flow Cytometry Core Facility (RRID:SCR_017829)

Resource Information

URL: https://med.virginia.edu/flow-cytometry-facility/

Proper Citation: University of Virginia School of Medicine Flow Cytometry Core Facility 
(RRID:SCR_017829)

Description: Services include unassisted and assisted sample acquisition, cell sorting, mass 
cytometry (CyTOF), Luminex cytokine assays, antibody conjugation and data analysis.

Synonyms: Virginia University School of Medicine Flow Cytometry Core Facility, UVA Flow 
Cytometry Core Facility, Flow Cytometry Facility

Resource Type: service resource, core facility, access service resource

Keywords: Sample, acquisition, cell, sorting, mass, cytometry, CyTOF, Luminex, cytokine, 
assay, antibody, conjugation, data, analysis, service, core, ABRF

Funding: NCI P30 CA044579

Availability: Restricted

Resource Name: University of Virginia School of Medicine Flow Cytometry Core Facility

Resource ID: SCR_017829

Alternate IDs: ABRF_611

Record Creation Time: 20220129T080337+0000
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Record Last Update: 20250514T061825+0000

Ratings and Alerts

No rating or validation information has been found for University of Virginia School of 
Medicine Flow Cytometry Core Facility.

No alerts have been found for University of Virginia School of Medicine Flow Cytometry Core 
Facility.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 53 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID.
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programmable repression system for Neisseria gonorrhoeae. mBio, 15(2), e0302523.
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pediatric Crohn's disease after resolution of inflammation. Scientific reports, 14(1), 12668.
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immunostimulatory cytokine therapy. iScience, 27(2), 108836.
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