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Proper Citation

Conda (RRID:SCR_018317)

Resource Information

URL.: https://docs.conda.io/en/latest/

Proper Citation: Conda (RRID:SCR_018317)

Description: Software tool as cross platform, language agnostic binary package

manager. Open source package management system and environment management
system that runs on Windows, macOS and Linux. Can quickly install, run, and update
packages and their dependencies. Package, dependency and environment management
for any language—Python, R, Ruby, Lua, Scala, Java, JavaScript, C/ C++, FORTRAN,
and more. Created for Python programs, but it can package and distribute software for any
language. Conda can be combined with continuous integration systems such as Travis CI
and AppVeyor to provide frequent, automated testing of your code. Conda package and
environment manager is included in all versions of Anaconda and Miniconda.

Resource Type: software toolkit, software resource

Keywords: Package manager system, environment management system, software
distribution, integration system, automated code testing

Availability: Free, Available for download, Freely available
Resource Name: Conda

Resource ID: SCR_018317

Alternate URLSs: https://conda.io/?, https://github.com/conda/conda
License: 3-clause BSD license

License URLs: https://docs.conda.io/en/latest/license.html,
https://github.com/conda/conda-docs

Record Creation Time: 20220129T080339+0000

Record Last Update: 20260810T040741+0000
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Ratings and Alerts
No rating or validation information has been found for Conda.

No alerts have been found for Conda.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 116 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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