
Resource Summary Report

Generated by RRID on Aug 4, 2026

TIMER
RRID:SCR_018737
Type: Tool

Proper Citation

TIMER (RRID:SCR_018737)

Resource Information

URL: https://cistrome.shinyapps.io/timer/

Proper Citation: TIMER (RRID:SCR_018737)

Description: Web server for comprehensive analysis of tumor infiltrating immune cells.
Web tool for systematical analysis of immune infiltrates across diverse cancer types.
Allows users to input function specific parameters, with resulting figures dynamically
displayed to access tumor immunological, clinical, and genomic features.

Abbreviations: TIMER

Synonyms: Tumor IMmune Estimation Resource

Resource Type: production service resource, web service, analysis service resource,
data access protocol, service resource, software resource

Defining Citation: PMID:29092952

Keywords: Tumor, tumor infiltrating immune cell, immune cell, cell, analysis, cancer cell,
cancer type, tumor immunological feature, tumor genomic feature, display

Funding: National Natural Science Foundation of China ;
NCI CA180980;
Dana-Farber Cancer Institute

Availability: Free, Freely available

Resource Name: TIMER

Resource ID: SCR_018737

Record Creation Time: 20220129T080341+0000

Record Last Update: 20260804T043705+0000

https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_018737/resolver
https://cistrome.shinyapps.io/timer/
https://pubmed.ncbi.nlm.nih.gov/29092952


Ratings and Alerts

No rating or validation information has been found for TIMER.

No alerts have been found for TIMER.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 2042 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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target in tumorigenesis. Scientific reports, 15(1), 24612.

Ma M, et al. (2025) Piezo1/ITGB1 Synergizes With Ca2+/YAP Signaling to Propel Bladder
Carcinoma Progression via a Stiffness-Dependent Positive Feedback Loop. Cancer
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