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Proper Citation

Agilent MassHunter Qualitative Analysis (RRID:SCR_019081)

Resource Information

URL: https://www.agilent.com/en/product/software-informatics/mass-spectrometry-
software/data-analysis/qualitative-analysis

Proper Citation: Agilent MassHunter Qualitative Analysis (RRID:SCR_019081)

Description: Mass spectrometry screening software for confirmation of target or suspect
compounds, and for identification of unknown analytes. Advanced data mining and
processing options let find all detectable compounds and confirm targets or identify
unknowns. Results can be displayed using data reporting with either preconfigured reports
that simplify basic analyses, or completely customized PDF reports.

Synonyms: MassHunter Qualitative Analysis

Resource Type: data processing software, software application, data analysis software,
data analytics software, software resource

Keywords: MassHunter Software, qualitative, mass spectrometry screening, target
compound confirmation, unknown analytes identification, data mining, data processing,
finding detectable compounds

Resource Name: Agilent MassHunter Qualitative Analysis

Resource ID: SCR_019081

Record Creation Time: 20220129T080343+0000

Record Last Update: 20260815T182602+0000

Ratings and Alerts

No rating or validation information has been found for Agilent MassHunter Qualitative
Analysis.

No alerts have been found for Agilent MassHunter Qualitative Analysis.
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Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 225 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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Scientific reports, 16(1).
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Mimosa spp. Bee Pollen from Thailand. Foods (Basel, Switzerland), 15(11).
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Shen F, et al. (2026) Saxifraga stolonifera curtis for ear inflammation: antibacterial efficacy
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Spectrometry. Metabolites, 16(6).

Lamlom SF, et al. (2026) Tissue-specific metabolomic profiling reveals cultivar-dependent
drought tolerance mechanisms in rice (Oryza sativa L.). BMC plant biology, 26(1), 170.
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Soria-Gondek A, et al. (2026) Subcutaneous and visceral adipose tissue lipidome in
children reveals novel lipid species involved in obesity. Journal of physiology and
biochemistry, 82(1), 2.

Keshishian H, et al. (2026) Integrative Multi-omics Analysis of the Human Skeletal Muscle
Response to Endurance or Resistance Exercise: Findings from the Molecular Transducers
of Physical Activity Consortium (MoTrPAC). bioRxiv : the preprint server for biology.

Wu Q, et al. (2026) Parallel metabolomic and transcriptomic profiling reveals the cytotoxic
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