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Proper Citation

YAML (RRID:SCR_021710)

Resource Information

URL: https://yaml.org

Proper Citation: YAML (RRID:SCR_021710)

Description: YAML is a human friendly data serialization language for all programming

languages. Unicode based data serialization language designed around common native
data types of agile programming languages. Useful for programming needs ranging from
configuration files to Internet messaging to object persistence to data auditing.

Synonyms: YAML 1.2
Resource Type: software resource

Keywords: Data serialization language, common native data types, agile programming
languages, configuration files, Internet messaging, object persistence, data auditing

Availability: Free, Freely available

Resource Name: YAML

Resource ID: SCR_021710

Alternate URLSs: https://lyaml.org/spec/1.2.1/
Record Creation Time: 20220129T080357+0000

Record Last Update: 20260801T190723+0000

Ratings and Alerts
No rating or validation information has been found for YAML.

No alerts have been found for YAML.
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Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 23 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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Bueckle A, et al. (2025) Construction, Deployment, and Usage of the Human Reference
Atlas Knowledge Graph for Linked Open Data. bioRxiv : the preprint server for biology.
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13(1), 1417.
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169.
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