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Resource Information

URL: https://github.com/dereneaton/ipyrad

Proper Citation: ipyrad (RRID:SCR_022016)

Description: Software interactive toolkit for assembly and analysis of restriction site
associated genomic data sets including RAD, ddRAD, GBS, for population genetic and
phylogenetic studies. Used for interactive assembly and analysis of RADseq data sets.

Resource Type: software toolkit, software resource

Defining Citation: DOI:10.1093/bioinformatics/btz966

Keywords: RADseq data sets interactive assembly and analysis, data assembly, data
analysis, restriction site associated genomic data, genomic data, restriction site,

Funding: NSF DEB1253710;
NSF DEB1745562;
NSF DEB1557059;
Sao Paulo Research Foundation ;
Graduate Center of the City University of New York

Availability: Free, Available for download, Freely available

Resource Name: ipyrad

Resource ID: SCR_022016

License: GPL-3.0 License

Record Creation Time: 20220421T050138+0000

Record Last Update: 20260803T040821+0000

Ratings and Alerts

https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_022016/resolver
https://github.com/dereneaton/ipyrad
https://dx.doi.org/10.1093/bioinformatics/btz966


No rating or validation information has been found for ipyrad.

No alerts have been found for ipyrad.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 20 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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eadt2066.
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revision of the Pristurus rupestris species complex (Squamata, Sphaerodactylidae) from
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new species. PloS one, 20(2), e0315000.
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assessments of the Wonder Gecko Teratoscincus keyserlingii (Gekkota,
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