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Proper Citation

TTRUST (RRID:SCR_022490)

Resource Information

URL: https://www.grnpedia.org/trrust/Network search_form.php

Proper Citation: TTRUST (RRID:SCR_022490)

Description: Reference database of human transcriptional regulatory interactions.
Manually curated database of human and mouse transcriptional regulatory networks.

Synonyms: Transcriptional Regulatory Relationships Unraveled by Sentence based Text
mining

Resource Type: database, data or information resource

Defining Citation: PMID:26066708, PMID:29087512

Keywords: manually curated database, human transcriptional regulatory network, mouse
transcriptional regulatory networks, transcriptional regulatory networks

Funding: National Research Foundation of Korea
Availability: Free, Freely available

Resource Name: TTRUST

Resource ID: SCR_022490

Alternate URLSs: https://www.grnpedia.org/trrust/v1/
Record Creation Time: 20220615T050153+0000

Record Last Update: 20260808T190443+0000

Ratings and Alerts


https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_022490/resolver
https://www.grnpedia.org/trrust/Network_search_form.php
https://pubmed.ncbi.nlm.nih.gov/26066708
https://pubmed.ncbi.nlm.nih.gov/29087512

No rating or validation information has been found for TTRUST.

No alerts have been found for TTRUST.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 7 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .

Liao X, et al. (2025) Contralateral Structure and Molecular Response to Severe Unilateral
Brain Injury. Brain sciences, 15(8).

Zhou J, et al. (2025) FOXML1 could serve as a bridge mediating prognosis and immunity
for clear cell renal cell carcinoma via single-cell and bulk RNA-sequencing. Discover
oncology, 16(1), 626.

Yan Y, et al. (2025) Single-cell sequencing combined with machine learning to identify
glioma biomarkers and therapeutic targets. Frontiers in oncology, 15, 1629102.

YuY, et al. (2024) Identification of Hub Genes for Psoriasis and Cancer by Bioinformatic
Analysis. BioMed research international, 2024, 5058607 .

Kong J, et al. (2024) Gene expression profile analysis of severe influenza-based
modulation of idiopathic pulmonary fibrosis. European journal of medical research, 29(1),
501.

Pozzato C, et al. (2024) ERKS5 suppression overcomes FAK inhibitor resistance in mutant
KRAS-driven non-small cell lung cancer. EMBO molecular medicine, 16(10), 2402.

Liu T, et al. (2023) Integrative Analysis of the Role of TP53 in Human Pan-Cancer. Current
issues in molecular biology, 45(12), 9606.
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