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APA-Scan

RRID:SCR_022974
Type: Tool

Proper Citation

APA-Scan (RRID:SCR_022974)

Resource Information

URL.: https://github.com/compbiolabucf/APA-Scan

Proper Citation: APA-Scan (RRID:SCR_022974)

Description: Software Python tool for detection and visualization of annotated and
potential alternative polyadenylation events in downstream 3'-UTR of gene among two
different biological conditions. Used for detection and visualization of 3'-UTR alternative
polyadenylation with RNA-seq and 3'-end-seq data.

Resource Type: data processing software, data analysis software, software resource,
software application, data visualization software

Defining Citation: PMID:36171568

Keywords: annotated and potential alternative polyadenylation events, gene downstream
3'-UTR, RNA-seq and 3'-end-seq data, two different biological conditions, polyadenylation
events

Funding: NSF FET2003749;
NIGMS R01GM113952;
NIDDK DKO097771

Availability: Free, Available for download, Freely available
Resource Name: APA-Scan

Resource ID: SCR_022974

Record Creation Time: 20221118T050202+0000

Record Last Update: 20260805T044509+0000

Ratings and Alerts


https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_022974/resolver
https://github.com/compbiolabucf/APA-Scan
https://pubmed.ncbi.nlm.nih.gov/36171568

No rating or validation information has been found for APA-Scan.

No alerts have been found for APA-Scan.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We have not found any literature mentions for this resource.



https://rrid.site/rin/sources/SCR_005400

