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Children's Hospital of Philadelphia CHOP-Penn
Proteomics Core Facility
RRID:SCR_023099
Type: Tool

Proper Citation

Children's Hospital of Philadelphia CHOP-Penn Proteomics Core Facility
(RRID:SCR_023099)

Resource Information

URL: https://www.research.chop.edu/chop-penn-proteomics-core

Proper Citation: Children's Hospital of Philadelphia CHOP-Penn Proteomics Core Facility
(RRID:SCR_023099)

Description: Core facility specializes in mass spectrometry-based proteomics with a
commitment to quality, rigor, problem-solving, and innovation. Provides expert guidance.

Synonyms: CHOP-PENN Proteomics Core, Children's Hospital of Philadelphia Research
Institute Proteomics Core Facility, Children's Hospital of Philadelphia Research Institute
CHOP-PENN Proteomics Core

Resource Type: service resource, core facility, access service resource

Keywords: ABRF, analyze whole proteomes, analyze phosphoproteomes, analyze
ubiquitylomes, analyze lysine acetylomes

Resource Name: Children's Hospital of Philadelphia CHOP-Penn Proteomics Core
Facility

Resource ID: SCR_023099

Alternate IDs: ABRF_1657

Alternate URLs: https://coremarketplace.org/?FacilityID=1657&citation=1

Record Creation Time: 20230104T050211+0000

Record Last Update: 20260807T043005+0000

Ratings and Alerts

https://rrid.site
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No rating or validation information has been found for Children's Hospital of Philadelphia
CHOP-Penn Proteomics Core Facility.

No alerts have been found for Children's Hospital of Philadelphia CHOP-Penn Proteomics
Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 13 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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