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MGI: DNBSEQ-T7 Genetic Sequencer

RRID:SCR_024847
Type: Tool

Proper Citation

MGI: DNBSEQ-T7 Genetic Sequencer (RRID:SCR_024847)

Resource Information

URL: https://en.mgi-tech.com/products/instruments_info/5/

Proper Citation: MGI: DNBSEQ-T7 Genetic Sequencer (RRID:SCR_024847)

Description: Instrument features include High Speed: 22 hrs to 24 hrs for PE150
sequencing; High Flexibility: 4 Flow Cells, PE150, and PE100 at the same time; Ultra-high
Throughput: 7 Tb per day; high quality data around the clock.

Synonyms: DNBSEQ-T7 Sequencer

Resource Type: instrument resource

Keywords: Whole Genome Sequencing, MGI Tech Co, genetic sequencer,
Resource Name: MGIl: DNBSEQ-T7 Genetic Sequencer

Resource ID: SCR_024847

Alternate IDs: Model_Number_DNBSEQ-T7

Alternate URLS: https://en.mgi-
tech.com//Uploads/Temp/file/20230619/648fc032e4af9.pdf

Record Creation Time: 20240109T050236+0000

Record Last Update: 20260801T191305+0000

Ratings and Alerts

No rating or validation information has been found for MGl: DNBSEQ-T7 Genetic
Sequencer.

No alerts have been found for MGI: DNBSEQ-T7 Genetic Sequencer.
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Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 8 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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