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Proper Citation

ggvenn (RRID:SCR_025300)

Resource Information

URL: https://CRAN.R-project.org/package=ggvenn

Proper Citation: ggvenn (RRID:SCR_025300)

Description: Software R package to draw venn diagram by ggplot2.

Resource Type: software toolkit, source code, software resource

Keywords: draw venn diagram,

Availability: Free, Available for download, Freely available

Resource Name: ggvenn

Resource ID: SCR_025300

License: MIT license

Record Creation Time: 20240502T053246+0000

Record Last Update: 20260815T042912+0000

Ratings and Alerts

No rating or validation information has been found for ggvenn.

No alerts have been found for ggvenn.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_025300/resolver
https://CRAN.R-project.org/package=ggvenn
https://rrid.site/rin/sources/SCR_005400


We found 41 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .

Huang Q, et al. (2026) Evaluation and expression-level verification of the prognostic value
of palmitoylation-related genes in ovarian cancer. Scientific reports, 16(1).

Shang C, et al. (2026) Integrated Single-Cell and Bulk RNA Sequencing Identifies
Macrophage Heterogeneity and Mitophagy-Related Biomarkers in Idiopathic Pulmonary
Fibrosis. International journal of molecular sciences, 27(10).

Meyer D, et al. (2026) diffMONT: predicting methylation-specific PCR biomarkers based
on nanopore sequencing data for clinical application. Bioinformatics (Oxford, England),
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