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Type: Tool

Proper Citation

University of California at San Francisco Advanced Microscopy Core Facility
(RRID:SCR_025781)

Resource Information

URL.: https://emcore.ucsf.edu/

Proper Citation: University of California at San Francisco Advanced Microscopy Core
Facility (RRID:SCR_025781)

Description: Core includes instrumentation for structural biology with focus on cryo-electron
microscopy. Used for imaging ranging from atomic resolution to whole cells, with emphasis
on linking structural and dynamics information with biological functions.

Synonyms: , W.M Keck Foundation Advanced Microscopy Laboratory, UCSF EM core
Resource Type: access service resource, core facility, service resource

Keywords: Cryo-electron microscopy, cryo-EM, cryogenic electron microscopy, imaging,
atomic resolution, whole cells,

Funding:

Resource Name: University of California at San Francisco Advanced Microscopy Core
Facility

Resource ID: SCR_025781
Alternate IDs: ABRF_2929

Alternate URLS: https://coremarketplace.org/?FacilityID=2929&citation=1
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Record Creation Time: 20240921T053245+0000
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Ratings and Alerts

No rating or validation information has been found for University of California at San
Francisco Advanced Microscopy Core Facility.

No alerts have been found for University of California at San Francisco Advanced
Microscopy Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 36 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID.
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