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Type: Tool

Proper Citation

AlphaFold Server (RRID:SCR_025885)

Resource Information

URL.: https://alphafoldserver.com/about

Proper Citation: AlphaFold Server (RRID:SCR_025885)

Description: Web-service that can generate highly accurate biomolecular structure
predictions containing proteins, DNA, RNA, ligands, ions, and also model chemical
modifications for proteins and nucleic acids in one platform. Powered by AlphaFold 3
model.

Synonyms: AlphaFold 3
Resource Type: data access protocol, software resource, web service

Defining Citation: DOI:10.1038/s41586-024-07487-w

Keywords: biomolecular structure predictions, proteins, DNA, RNA, ligands, ions,
proteins, nucleic acids,

Availability: Free, Freely available

Resource Name: AlphaFold Server

Resource ID: SCR_025885

Record Creation Time: 20241015T053249+0000

Record Last Update: 20260814T043135+0000

Ratings and Alerts
No rating or validation information has been found for AlphaFold Server.

No alerts have been found for AlphaFold Server.



https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_025885/resolver
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Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 58 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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https://rrid.site/rin/sources/SCR_005400
https://rrid.site/data/record/nlx_144509-1/SCR_025885/resolver/mentions

Schmid M, et al. (2026) The Putative E3 Ubiquitin Ligase TEX1 Is Required for Nuclear
Biology and Developmental Progression of Plasmodium berghei in the Liver. Cells, 15(2).

Yin MW, et al. (2026) Unified comparison of machine learning paradigms for blood
transfusion prediction in pediatric congenital heart surgery. iScience, 29(6), 116181.
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