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Proper Citation

expanded Human Oral Microbiome Database (RRID:SCR_025964)

Resource Information

URL: https://www.homd.org/

Proper Citation: expanded Human Oral Microbiome Database (RRID:SCR_025964)

Description: Provides comprehensive curated information on bacteria in human mouth
and aerodigestive tract, including pharynx, nasal passages, sinuses and esophagus.
eHOMD taxonomy provides provisional naming scheme for currently unnamed taxa,
based on 16S rRNA sequence phylogeny, so that strain, clone and probe data from any
laboratory can be directly linked to a stably named reference scheme.

Abbreviations: eHOMD
Resource Type: data or information resource, database

Keywords: curated information, bacteria in human mouth and aerodigestive tract,
bacteria, human mouth, aerodigestive tract, pharynx, nasal passages, sinuses,
esophagus,

Funding: NIDCR RO1 DE016937

Availability: Free, Freely available,

Resource Name: expanded Human Oral Microbiome Database
Resource ID: SCR_025964

Record Creation Time: 20241023T053303+0000

Record Last Update: 20260811T043800+0000

Ratings and Alerts


https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_025964/resolver
https://www.homd.org/

No rating or validation information has been found for expanded Human Oral Microbiome
Database.

No alerts have been found for expanded Human Oral Microbiome Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 70 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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