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Proper Citation

lllustrator for Biological Sequences (RRID:SCR_026149)

Resource Information

URL: http://ibs.biocuckoo.org/online.php

Proper Citation: lllustrator for Biological Sequences (RRID:SCR_026149)

Description: Software package called illustrator of biological sequences. Can be used for
representing organization of either protein or nucleotide sequences. Multiple options are
provided, and biological sequences can be manipulated, recolored or rescaled in user-
defined mode. Final representational artwork can be directly exported into publication-
guality figure. Used as illustrator for presentation and visualization of biological
seqguences. Standalone package was implemented in JAVA, while the online service was
implemented in HTML5 and JavaScript. Both the standalone package and online service
are freely available

Abbreviations: IBS
Resource Type: software toolkit, software resource

Defining Citation: PMID:26069263

Keywords: lllustrator, presentation, visualization, biological sequences, protein or
nucleotide sequences,

Availability: Free, Freely available

Resource Name: lllustrator for Biological Sequences
Resource ID: SCR_026149

Record Creation Time: 20241210T053256+0000

Record Last Update: 20260810T040858+0000

Ratings and Alerts


https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_026149/resolver
http://ibs.biocuckoo.org/online.php
https://pubmed.ncbi.nlm.nih.gov/26069263

No rating or validation information has been found for Illustrator for Biological Sequences .

No alerts have been found for lllustrator for Biological Sequences .

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 15 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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