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CLEAR

RRID:SCR_027171
Type: Tool

Proper Citation

CLEAR (RRID:SCR_027171)

Resource Information

URL.: https://github.com/rbundschuh/CLEAR

Proper Citation: CLEAR (RRID:SCR_027171)

Description: Software workflow that identifies reliably quantifiable transcripts in limiting-
cell RNA-seq (IcCRNA-seq) data for differentially expressed genes (DEG) analysis.
Coverage-based Limiting-cell Experiment Analysis for RNA-seq.

Synonyms: , CLEAR: Coverage-based Limiting-cell Experiment Analysis for RNA-seq,
Coverage-based Limiting-cell Experiment Analysis for RNA-seq

Resource Type: software resource, software toolkit, source code

Defining Citation: PMID:32039730

Keywords: RNA-seq, cell experiment analysis for RNA-seq,

Funding: NCI P30 CA016058;
NCI R50 CA211524;
Ohio State University

Availability: GNU General Public License v3.0
Resource Name: CLEAR

Resource ID: SCR_027171

Record Creation Time: 20250709T061412+0000

Record Last Update: 20260805T044609+0000

Ratings and Alerts


https://rrid.site
https://rrid.site/data/record/nlx_144509-1/SCR_027171/resolver
https://github.com/rbundschuh/CLEAR
https://pubmed.ncbi.nlm.nih.gov/32039730

No rating or validation information has been found for CLEAR.

No alerts have been found for CLEAR.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We have not found any literature mentions for this resource.
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