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w[1118]; Df(3L)BSC413/TM6C, Sh[1] cu[1]

RRID:BDSC_ 24917
Type: Organism

Proper Citation

RRID:BDSC_24917

Organism Information

URL: https://n2t.net/bdsc:24917

Proper Citation: RRID:BDSC 24917

Description: Drosophila melanogaster with name w[1118]; Df(3L)BSC413/TM6C, Sb[1]
cu[l] from BDSC.

Species: Drosophila melanogaster
Notes: Donor: Kevin Cook, Bloomington Drosophila Stock Center

Affected Gene: cu, Ankrdl1, Ar2, ara, asRNA:CR43868, asRNA:CR45682,
asRNA:CR46251, Atgl, caup, CG10616, CG10646, CG10654, CG10657, CG10660,
CG10663, CG10681, CG10748, CG10749, CG10752, CG10943, CG10948, CG10969,
CG10973, CG11262, CG11263, CG12520, CG14118, CG14120, CG17666, CG32102,
CG32106, CG32107, CG32109, CG32110, CG32112, CG32115, CG32117, CG33725,
CG34242, CG4069, CG42588, CG42709, CG43894, CR14117, CR46461, Cul6, elF2beta,
Ent3, Gen5, Hipl, Kic, IncRNA:CR32111, IncRNA:CR43431, IncRNA:CR43612,
INcRNA:CR44552, IncRNA:CR44553, IncRNA:CR45168, IncRNA:CR45681,
INcRNA:CR45748, MICAL-like, mirr, nebu, nst, Or69a, Pmm2, Ptp69D, Sap130, Sf3a2,
SmD1, sowabh, sti, tral, Tsf2, ver, vih, Vps13D, Wbp2, Sb, w

Genomic Alteration: Chromosome 1, Chromosome 3
Catalog Number: 24917

Database: Bloomington Drosophila Stock Center (BDSC)
Database Abbreviation: BDSC

Availability: available

Alternate IDs: BDSC_24917, BL24917
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Ratings and Alerts

No rating or validation information has been found for w[1118]; Df(3L)BSC413/TM6C,
Sb[1] cu[1].

No alerts have been found for w[1118]; Df(3L)BSC413/TM6C, Sb[1] cu[1].

Data and Source Information

Source: Integrated Animals

Source Database: Bloomington Drosophila Stock Center (BDSC)

Usage and Citation Metrics
We found 1 mentions in open access literature.
Listed below are recent publications. The full list is available at RRID .
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regulatory region of the Iroquois Complex (Iro-C) located in the sosondowah ( sowah)
gene. microPublication biology, 2025.



https://rrid.site/rin/sources/SCR_003115
https://rrid.site/data/record/nlx_154697-1/BDSC_24917/resolver/mentions

