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w[1118]; Df(3L)BSC289/TM6C, Sb[1] cu[1]
RRID:BDSC_23674
Type: Organism

Proper Citation

RRID:BDSC_23674

Organism Information

URL: https://n2t.net/bdsc:23674

Proper Citation: RRID:BDSC_23674

Description: Drosophila melanogaster with name w[1118]; Df(3L)BSC289/TM6C, Sb[1]
cu[1] from BDSC.

Species: Drosophila melanogaster

Notes: Donor: Kevin Cook, Bloomington Drosophila Stock Center

Affected Gene: cu, ABCB7, asRNA:CR45812, asRNA:CR45813, asRNA:CR45814,
CG12003, CG12084, CG12091, CG12099, CG12104, CG12105, CG13917, CG13926,
CG13928, CG18170, CG2211, CG32313, CG32320, CG33230, CG7879, CG9166,
CG9168, CG9173, cue, FucTD, GC, hfp, Hmbs, Iml1, indra, Ir62a, lncRNA:CR44842,
msd5, Naa30B, Ogdh2, Pcyt1, Pcyt2, Pex10, pns, Psa, Ptp61F, rho, robl62A, ru, SA2,
scaRNA:MeU2-48, sncRNA:CR43701, snoRNA:Psi28S-2622, stet, Tmep, tRNA:Glu-CTC-
3-1, tRNA:Glu-CTC-3-2, tRNA:Glu-CTC-3-3, tRNA:Glu-CTC-3-4, tRNA:Glu-CTC-3-5,
tRNA:Glu-CTC-3-6, tRNA:Glu-CTC-3-7, tRNA:Glu-CTC-3-8, tRNA:Glu-CTC-3-9, Sb, w

Genomic Alteration: Chromosome 1, Chromosome 3

Catalog Number: 23674

Database: Bloomington Drosophila Stock Center (BDSC)

Database Abbreviation: BDSC

Availability: available

Alternate IDs: BDSC_23674, BL23674

Organism Name: w[1118]; Df(3L)BSC289/TM6C, Sb[1] cu[1]
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Ratings and Alerts

No rating or validation information has been found for w[1118]; Df(3L)BSC289/TM6C,
Sb[1] cu[1].

No alerts have been found for w[1118]; Df(3L)BSC289/TM6C, Sb[1] cu[1].

Data and Source Information

Source: Integrated Animals

Source Database: Bloomington Drosophila Stock Center (BDSC)

Usage and Citation Metrics

We found 9 mentions in open access literature.

Listed below are recent publications. The full list is available at RRID .
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